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For more information, contact  
SA Stud Book on www.studbook.co.za 
info@studbook.co.za or 051 410 0900.

B
reeding values are the most 
accurate way of identifying 
superior animals within a herd or 
breed, to retain and use them as 
parents of the next generation 
and to identify inferior animals 

that have to be culled.

Genetic order
In the LogixMilk genetic breed analyses, all 
animals included in the pedigree file of the 
breed are placed in genetic order for each 
trait that breeding values are calculated 
for. This means that all animals with 
measurements, and all their ancestors until 
as far back as their pedigrees go, have been 
captured on Logix, and that all active young 
bulls and heifers registered on the system, 
until the day the data is downloaded for 
genetic analysis, are available in genetic 
order of the breed.

LogixMilk genetic analyses are based 
on internationally approved genetic 
methodology and entails comprehensive 
genetic analyses of a series of economically 
important traits (Figure 1). International 
(MACE and GMACE) breeding values are 
incorporated for young foreign bulls, and 
are comparable to the genetic levels of 
South African herds.

Informative herd reports
Genetic herd reports are provided to all 
participants, among others indicating the 
following:
•	 The current genetic status of the herd 

compared to the breed.
•	 Genetic changes in the herd over time, 

relative to that of the breed.
•	 Individual breeding values, selection 

indices and inbreeding coefficients for 
cows, heifers and young bulls, as well as 
bulls used as sires in the herd.

•	 Assessments of the bulls that were used 
as sires in the herd.

•	 Selection lists for easy and informed 
selection decisions.

•	 Rate of inbreeding 
of the herd 
compared to that 
of the breed.

Genetic top lists for 
bulls, cows and heifers 
of the specific breed, 
as well as the genetic 
order of the herds of 
a breed taking part 
in LogixMilk genetic 
analyses, are compiled based on breed 
society specifications and made available to 
them for publication.

LogixMilk breeding values allow breeders 
to select for higher production, a higher 
percentage solids, higher resistance against 
mastitis and other infections, improved 
functionality (udders, hooves and legs, 
conformation), higher fertility, higher 
lifetime production and better longevity.

Stud Book’s genetic evaluations for dairy cattle

Genomic selection service
SA Stud Book, in association with certain 
international laboratories and CDN in 
Canada, provides a genomic selection 
service to South African breeders. The 
breeding value estimation of animals 
taking part in this service therefore also 
includes genomic information, which 
significantly increases the reliability of the 
estimation.

Genomically enriched breeding values 
for young genotyped foreign bulls are 
also included in the LogixMilk genetic 
analyses via South Africa’s participation 
in INTERBULL. This allows for a fair 
comparison with local genetic levels. 
SA Stud Book also has a well-managed 

Figure 1: Comprehensive genetic analyses.
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bio bank for safekeeping of biological 
samples of any species destined for future 
genotyping.

SADairybulls.com
www.SADairybulls.com is an interactive 
website driven and managed by SA 
Stud Book, the genetic profiles of most 
foreign and national artificially inseminated 
(AI) bulls can be viewed on the South African 
scale.

Bull searches can be conducted based 
on official selection indices or according to a 
breeder’s custom index, and then compiled 
based on his own breeding policy. A wide 
range of criteria which the bulls must 
comply with, can be specified, e.g. only 
genomic bulls, only from the United States 
(US), younger than a certain age with 
specific exclusion requirements for all traits.

For registered users, there is also a 
mating programme used to determine 
inbreeding of future progeny for specific 
matings, orders for the breeder’s cow and 
heifer groups based on an official or custom 
index, and compilation of the best possible 
mating lists for maximum genetic progress 
according to the chosen selection index, but 
with the least inbreeding.


